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CRISPR Fly Stocks

RNAI a\qd CRISPR /s/c;);éens in Fly Cells ‘

Bioinformatics Resources

> TRIP-CRISPR Overexpression collection (TRIP-O) - for gene activation in somatic and germiine cells
> TRiP-CRISPR Knockout collection (TRiP-KO) - for mutagenesis in somatic and germline cells
» TRIP-CRISPR Toolbox - for stage- and tissue-specific Cas expression
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Pooled Screen:

High-hroughput screening in fly cultured cells

RNAI screeniny
+ Wellestabiished ibrary and protocols
+ Genome-wide library.
+ Additional sub-ibraries (Kinases, ranscription factors,
of human proteins with drugs, etc.)
+ Suppor for arrayed-forma assays
ot reader (uminescence, fuorescence)

- igh-contentmaging (confoca)
CRISPR screening
+ Newly developed, published methods
« Appiicable n fly o other insect cel types
+ Genome-wide pooled forma lbrary
+ Essential gne, drug resistance, other selecton assays
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DRSC Provides
+ CRISPR modified fly cel lines (knockouts, GFP
tags) and protocols for cel line modification
+ RNAI o CRISPR Ibraries.
+ Consulation at alstages.

in
CRISPR pooled format screening available

+  Bioinformaics support

CRISPR Fly Cell Line Modification ‘

Colaboraton with O- Kanca (Balen ab Baylr Colloge o Mediio)

we
please visit the Online Tools section of our website, fgrms.harvard,
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GE IN Cell High-Content Imaging System

ot s mshed socks

GE IN Cell 6000 confocal fluorescence microscope
with KiNEDx plate-handling robot

Features of the GE IN Cell 6000 at the DRSC

+ Fast, high-quality imaging

Epifluorescence or confocal imaging.

Bright field imaging with digital DIC option
Compatible with microscope slides
Compatible with 6-well, 12-well, etc. plates
Compatible with 96-well & 384-well plates
* KINED automated plate handling robot
1-2 hour training available

Hourly fees for use after training

Online sign-up for time

'So many images! What to do? Image-based
scroens generate lots of data. We are working with
the Image Data Management Core o use OMERO
for image view, share, and figure-making, and with
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